LS
S Wy ] —
e Eee “’Esﬂ‘;"‘-"“‘%'-':‘:%iiﬁ
e::a:az:?e TR < BSRAEFHRIREERB S
H 8[-§9 25 SSB..-SESSSELSSSHS SELBSR
Y
BRIas RHEIAERES SM?S 5 F:RF-E FEARGRIECEBISESEER

Figure S1. Consensus sequences of the group specific motifs.
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Figure S2. The heatmap of R2R3-MYB genes in pulps of ‘Guanhuahong’ pitaya.
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Figure S3. The expression analyses of R2R3-MYB genes in pulps during fruit ripening of ‘Guanhuahong’ pitaya.
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Figure S4. The expression analyses of R2ZR3-MYB genes in pulps during fruit ripening of ‘Guanhuahong’ pitaya.
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Figure S5. The sequence analyses of HuMYB21, HuMYB72, HuMYB78 and HuMYB101. R2 and R3 domain were labeled
in green and orange shading, respectively. C1 and C2 motif were labeled in purple shading. Blue asterisks indicated the
motif ([D/E]JLx2[R/K]x3Lx6Lx3R) which allows to interact with a bHLH partner.
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Figure S6. The sequence analyses of HuMYB48 and HuMYB49. R2 and R3 domain were labeled in green and orange
shading, respectively. C1, C2 and C5 motif were labeled in purple shading. Blue asterisks indicated the motif
([D/E]Lx2[R/K]x3Lx6Lx3R) which allows to interact with a bHLH partner.



